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<110> Pfizer Inc. 

Castleberry, Tessa A. 
Lu, Bihong 
Owen, Thomas A. 
Smock, Steven L. 

<120> The Canine Androgen Receptor 

<130> PC10893AGPR 

<160> 2 

<170> Patentin version 3.1 

<210> 1 

<211> 3577 

<212> DNA 

<213> Canine 



<400> 1 
atggaggtac 


agttagggct 


agggagggtc 


tacccccggc 


cgccgtccaa 


gacctatcga 


ggagctttcc 


agaacctgtt 


ccagagtgtg 


cgcgaagtga 


tccagaaccc 


gggccccagg 


caccctgagg 


ccgtgagcgc 


agcacctccc 


ggtgcccatt 


tgcagcagca 


gcagcagcag 


cagcagcagc 


aggagaccag 


tcctcggcag 


cagcagcagc 


aacagcaggg 


tgacgatggc 


tctccccaag 


cgcagagcag 


aggccccaca 


ggctacctgg 


ctctggatga 


ggaacagcag 


ccttcccaac 


agcggtcagc 


ctccaagggc 


catccggaga 


gtgcctgcgt 


tccagagcct 


ggagtgactt 


cggccaccgg 


caaggggctg 


cagcagcagc 


agccagcacc 


accggacgag 


aatgactcag 


ctgccccatc 


cacattgtca 


ctgctgggcc 


ccactttccc 


gggcttaagt 


agctgttcca 


ccgatcttaa 


agacatcctg 


agcgaggctg 


gaaccatgca 


actccttcag 


cagcagcggc 


agcagcagca 


gcagcagcag 


caacagcaac 


agcagcagca 


gcagcagcaa 


cagcaggagg 


tagtatcaga 


aggtagcagc 


agcgggagag 


caagggaggc 


cgccggtgct 


tccacctcct 


ccaaggacag 


ttacctaggt 


ggcagttcga 


ccatctcgga 


cagcgccaag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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gagttgtgta aggcagtgtc ggtgtccatg ggtttgggtg tggaggcatt ggaacatctg 780 

agccctgggg aacagcttcg gggggattgt atgtacgccc cgctcctggg aggtccaccc 840 

gccgtacgtc cttgcgctcc gctggccgaa tgcaaaggtt ctctgctgga tgacggcccg 900 

ggcaagggca ccgaagaaac tgctgaatat tcccctttca aggcaggtta tgcgaaaggg 960 

ttggatgggg acagcctggg ctgttcgagc agcagtgaag cagggggctc cggaacactt 1020 

gagatgccat ccaccctgtc tctttacaag tctggagcac tagatgaagc ggcagcttat 1080 

caaagtcgag actactacaa ctttcctctc tccctaggcg ggccgcctcc ccatccacca 1140 

cctccccatc ctcacacccg catcaagctg gaaaaccctc tggactatgg cagcgcctgg 1200 

gcggctgcag cggcacaatg ccgctacggg gatctggcga gcctgcacgg agcgggtgca 1260 

gcaggaccca gctcgggctc accttcggcc accacctcct cttcctggca cactctcttc 1320 

acagcagaag aaggccagct gtatgggccc tgcggcggga gtggaggcgg cagtgcaggc 1380 

gacgggggat ctgtagcccc ctatggctac actcggccac ctcagggatt ggcgggtcag 1440 

gaaggtgact tccctccacc tgatgtgtgg tatccgggcg gtgtggtgag cagagtgccc 1500 

tttccaagtc ctagttgtgt caaaagcgag atgggctctt ggatggagag ctactccgga 1560 

ccctatgggg acatgcgttt ggagactgcc agggaccatg ttctacccat tgactattac 1620 

tttccacctc agaagacctg tctgatctgc ggtgatgaag cttctggctg tcactatgga 1680 

gctctcactt gtggaagctg caaagtcttc tttaaaagag ccgctgaagg gaaacagaag 1740 

tacctgtgtg ccagcagaaa tgattgtacc atcgataaat tccgaaggaa aaattgtcca 1800 

tcttgtcgcc tccggaaatg ctatgaagca gggatgactc tgggagcccg gaagctaaag 1860 

aaactgggga atctgaaact gcaagaggaa ggagaggctt ccaatgtcac cagccccact 1920 

gaggagccaa cccagaagct gacggtgtca cacattgaag gctatgagtg tcagcccatc 1980 

tttctgaatg tccttgaagc catcgagcca ggcgtggtgt gtgctggaca tgacaacaac 2040 

cagcccgact cctttgcagc cttgctctct agccttaatg aattgggtga aaggcagctt 2100 

gtacatgtgg tcaagtgggc caaggccttg ccgggcttcc gcaacctgca cgtggatgac 2160 

cagatggcag tcattcagta ctcctggatg gggctcatgg tgtttgccat gggctggcga 2220 

tccttcacca atgtcaactc caggatgctc tacttcgccc ctgacctggt tttcaatgag 2280 

taccgcatgc acaagtcccg gatgtacagc cagtgtgtcc gaatgaggca cctctctcaa 2340 

gaatttggat ggctccaaat caccccgcag gaatttttgt gcatgaaggc gctgctgcta 2400 

ttcagcatta ttccagtgga tgggctgaaa aatcaaaaat tctttgatga acttcgaatg 2460 

aactacatca aggaacttga tcgtatcatt gcttgcaaga gaaaaaatcc cacatcctgc 2520 

tcaaggcgct tctaccagct caccaagctc ctggactctg tgcaacctat tgctcgagag 2580 

ctgcatcagt tcacttttga cctgctaatc aagtcccaca tggtgagcgt ggactttcca 2640 

gaaatgatgg cagaaatcat ctccgtgcaa gtgcccaaga ttctttctgg gaaagtcaag 2700 

cccatctatt tccacacgca gtgaagcttt agaagcccct gtcttctcac caccaccacc 2760 
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accacccccg ccccctactt tttaaaacct tggtgtttgt ttcatctgct tttagaacgt 2820 

gcgatatttc cagtacctac ttttttgctg aatccaaaga tatataaata taaatatata 2880 

tattttataa agatcaaaat gatataaagg agatacgttt cttcctttaa aaaaaaacaa 2940 

atagaaattc attgttaatg ttcgtattat gatgccactt ttctaaatcg tgcatcttgt 3000 

atatgtgctg ccgaagtgag cactaaatcg tgcatcttga tggaaaggtg taaatatcaa 3060 

tcaccaggac tgcttagtta attggtattt aatatctagg tgaattgggg gtatggggtg 3120 

ggggtatgac aggacatact tggcttgccc tcctcgaaat gactgccagt tttccatatg 3180 

cctgtccagt tccaggaatt ttgttcacaa gtgtgggggc gtcataggag taaagcctgt 3240 

aggacagatg aaaccccctg cttcagagga gcaagagctc caaggccaac tgtttaacaa 3300 

gcaaggtgtt tttttttctt tctttctttc tctttccaat gtgtggaatt ttgatgatgg 3360 

aaatgtcatt ctgagagcaa tatttaaaat tctcaggaat tgacttatag tattgagaat 3420 

gaattcagtt gcaatcaagt ttacattaaa tgttgctttt aaaaaatctc agtcatactt 3480 

cacactgcaa agaatccaga tcacatggga taacttatga gatggttgag tggtaagctc 3540 

tgactgcttt gctgatcatt ttgtaaataa aggtttc 3577 

<210> 2 

<211> 907 

<212> PRT 

<213> Canine 

<400> 2 

Met Glu val Gin Leu Gly Leu Gly Arg val Tyr Pro Arg Pro Pro Ser 
1 5 10 15 

Lys Thr Tyr Arg Gly Ala Phe Gin Asn Leu Phe Gin Ser Val Arq Glu 
20 25 30 

val He Gin Asn Pro Gly Pro Arg His Pro Glu Ala val ser Ala Ala 
35 40 45 

Pro Pro Gly Ala His Leu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
50 55 60 

Glu Thr Ser Pro Arg Gin Gin Gin Gin Gin Gin Gin Gly Asp Asp Glv 
65 70 75 80 

Ser Pro Gin Ala Gin Ser Arg Gly pro Thr Gly Tyr Leu Ala Leu Asp 
85 90 95 

Glu Glu Gin Gin Pro Ser Gin Gin Arg ser Ala Ser Lys Gly His Pro 
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100 105 110 

Glu ser Ala Cys val Pro Glu Pro Gly val Thr Ser Ala Thr Gly Lys 
115 120 125 

Gly Leu Gin Gin Gin Gin Pro Ala Pro Pro Asp Glu Asn Asp Ser Ala 
130 135 140 

Ala Pro ser Thr Leu ser Leu Leu Gly Pro Thr Phe Pro Gly Leu ser 
145 150 155 160 

ser cys Ser Thr Asp Leu Lys Asp lie Leu Ser Glu Ala Gly Thr Met 
165 170 175 

Gin Leu Leu Gin Gin Gin Arg Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Glu Val val Ser Glu Glv 
195 200 205 

Ser ser Ser Gly Arg Ala Arg Glu Ala Ala Gly Ala Ser Thr ser Ser 
210 215 220 

Lys Asp Ser Tyr Leu Gly Gly Ser Ser Thr lie ser Asp Ser Ala Lys 
225 230 235 240 

Glu Leu cys Lys Ala Val Ser val Ser Met Gly Leu Gly val Glu Ala 
245 250 255 

Leu Glu His Leu Ser Pro Gly Glu Gin Leu Arg Gly Asp Cys Met Tyr 
260 265 270 

Ala Pro Leu Leu Gly Gly Pro Pro Ala val Arg Pro Cys Ala Pro Leu 
275 280 ~ 285 

Ala Si" Cys Lys Gl V Ser Leu Leu As P Asp Gly Pro Gly Lys Gly Thr 
290 295 300 

Glu Glu Thr Ala Glu Tyr Ser Pro Phe Lys Ala Gly Tyr Ala Lys Gly 
iVi 310 315 320 

Leu Asp Gly Asp ser Leu Gly Cys ser Ser ser Ser Glu Ala Gly Gly 
325 330 335 

Ser Gly Thr Leu Glu Met Pro ser Thr Leu ser Leu Tyr Lys Ser Glv 
340 345 350 

Ala Leu Asp Glu Ala Ala Ala Tyr Gin Ser Arg Asp Tyr Tyr Asn Phe 
355 360 365 
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Pro Leu ser Leu Gly Gly Pro Pro Pro His Pro Pro Pro Pro His Pro 
370 375 380 

His Thr Arg lie Lys Leu Glu Asn Pro Leu Asp Tyr Gly Ser Ala Trp 
385 390 395 400 

Ala Ala Ala Ala Ala Gin Cys Arg Tyr Gly Asp Leu Ala Ser Leu His 
405 410 415 

Gly Ala Gly Ala Ala Gly Pro Ser ser Gly Ser Pro Ser Ala Thr Thr 
420 425 430 

Ser ser Ser Trp His Thr Leu Phe Thr Ala Glu Glu Gly Gin Leu Tyr 
435 440 445 

Gly Pro Cys Gly Gly Ser Gly Gly Gly Ser Ala Gly Asp Gly Gly Ser 
450 455 460 

val Ala Pro Tyr Gly Tyr Thr Arg Pro Pro Gin Gly Leu Ala Gly Gin 
465 470 475 480 

Glu Gly Asp Phe Pro Pro Pro Asp val Trp Tyr Pro Gly Gly Val Val 
485 490 495 

Ser Arg val Pro Phe Pro Ser Pro Ser Cys val Lys Ser Glu Met Gly 
500 505 510 

Ser Trp Met Glu ser Tyr ser Gly Pro Tyr Gly Asp Met Arg Leu Glu 
515 520 525 

Thr Ala Arg Asp His val Leu Pro lie Asp Tyr Tyr Phe Pro Pro Gin 
530 535 540 

Lys Thr Cys Leu He Cys Gly Asp Glu Ala ser Gly cys His Tyr Gly 
545 550 555 560 

Ala Leu Thr Cys Gly ser Cys Lys Val Phe Phe Lys Arg Ala Ala Glu 
565 570 575 

Gly Lys Gin Lys Tyr Leu Cys Ala Ser Arg Asn Asp cys Thr lie Asp 
580 585 590 

Lys Phe Arg Arg Lys Asn Cys Pro ser cys Arg Leu Arg Lys Cys Tyr 
595 600 605 

Glu Ala Gly Met Thr Leu Gly Ala Arg Lys Leu Lys Lys Leu Gly Asn 
610 615 620 

Leu Lys Leu Gin Glu Glu Gly Glu Ala Ser Asn val Thr ser Pro Thr 
625 630 635 640 
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Glu Glu Pro Thr Gin Lys Leu Thr Val Ser His lie Glu Gly Tyr Glu 
645 650 655 



Cys Gin Pro lie Phe Leu Asn val Leu Glu Ala lie Glu Pro Gly val 
660 665 670 



val Cys Ala Gly His Asp Asn Asn Gin Pro Asp Ser Phe Ala Ala Leu 
675 680 685 



Leu ser ser Leu Asn Glu Leu Gly Glu Arg Gin Leu Val His Val val 
690 695 700 



Lys Trp Ala Lys Ala Leu Pro Gly Phe Arg Asn Leu His val Asp Asp 
705 710 715 720 



Gin Met Ala val lie Gin Tyr ser Trp Met Gly Leu Met val Phe Ala 
725 730 735 



Met Gly Trp Arg ser Phe Thr Asn val Asn Ser Arg Met Leu Tyr Phe 
740 745 750 



Ala Pro Asp Leu val Phe Asn Glu Tyr Arg Met His Lys Ser Arq Met 
755 760 765 



Tyr ser Gin cys val Arg Met Arg His Leu Ser Gin Glu Phe Gly Trp 
770 775 780 



Leu Gin lie Thr Pro Gin Glu Phe Leu Cys Met Lys Ala Leu Leu Leu 
785 790 795 800 



Phe Ser lie lie Pro val Asp Gly Leu Lys Asn Gin Lys Phe Phe Asp 
805 810 815 



Glu Leu Arg Met Asn Tyr lie Lys Glu Leu Asp Arg lie lie Ala Cys 
820 825 830 



Lys Arg Lys Asn Pro Thr Ser Cys Ser Arg Arg Phe Tyr Gin Leu Thr 
835 840 ~ " 845 



Lys Leu Leu Asp Ser val Gin Pro lie Ala Arg Glu Leu His Gin Phe 
850 855 860 



Thr Phe Asp Leu Leu He Lys Ser His Met val Ser val Asp Phe Pro 
865 870 875 880 



Glu Met Met Ala Glu He lie Ser Val Gin val Pro Lys He Leu Ser 
885 890 895 



Gly Lys val Lys Pro lie Tyr Phe His Thr Gin 



900 



905 
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